Abstract
Introduction

In the theories of traditional Chinese medicine (TCM), health of human body is considered as a particular state of dynamic equilibrium that could be maintained within a certain range by bodies themselves and be disturbed by the influences of multiple factors. When the disequilibrium goes up to a certain extent, the bodies would develop morbidity. There is always a vague state existing between health and illness
.
Syndrome also called 'Zheng Hou' in Chinese, a summary of pathogeny, location and pathology of one stage in the development of disease, is a comprehensive response to the internal and external action of body and environment, and also changes with the development of diseases [2] . 'Zheng' refers to the law of the development and changes of diseases, and 'Hou' is defined as the symptom developed by the body [1] .
TCM grasps the pathogeny, location and pathology of the disease through making a comprehensive analysis of the patient's symptoms and physical characteristics. The TCM syndrome is built on the bases of long-term and substantial clinical practice. During the process of recognition the diseases, doctors of TCM obtain the information about physical characteristics and symptoms of patients firstly by diagnostic means such as 'observing, smelling, consulting and pulse-taking',
and then extrapolate the pathogeny, location, characteristic, the possible trend of conversion, etc. (Table 1) .
Syndrome has an important position in the TCM system, which is the key to recognize diseases and the foundation to treat them.
Because of the complexity of the concept and non-professional description of it, the research is hard to go further. One single symptom involves multiple anatomical organizations or systems. However, there was not yet a breakthrough in realization of the hypostasis of TCM syndrome, as the previous investigations limited to a local tissues or organs.
Proteomics and its adaptive multi-disciplinary
Proteomics is the systematic study of the expressed proteins of a tissue or cell type in a parallel manner to provide detailed properties, such as the structure and function, of biological systems in health and disease [3, 4] . The three most important tasks of [16] . (Table 3) . Meanwhile, proteomics was also applied to study the pharmacology of TCM (Table 4 ). The most popular pathway is the combined use of 2D gel electrophoresis, biological mass spectrometry and other proteomics technology to isolate, identify and characterize proteins, the expressions of which were changed [26] [27] [28] [29] [30] . Furthermore, the further characterization ranging from the basic physicochemical properties to the prediction of potential posttranslational modifications, from three-dimensional structures to potential physiological function, was performed to find the relationship between the changes of physiological and proteome [16] . These differentially expressed proteins (group) provide clues to search for biomarkers and drug targets and are advantageous to standardizing TCM diagnosis and improving the scientificity of disease treatment. 
Relationship between proteomics and syndrome of Chinese medicine
Problems and prospects
